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1 

5969 
DNA 

Brevibacterium lac 



CDS 

(3779) . . (5761) 



lof ermentum 



<400> 1 
aagtccgtcg 

tacgctcccg 

ggaacccatg 

gtctgcagtt 

gcaacagcag 

acgtcctatg 

tatcaagaaa 

ggggtgattg 

ccagcaccta 
gatcttcata 
aggaacaccg 
tcggcgccgg 



acgccaccat 

tcggcgtgga 

gtgttccttg 

tttaagttat 

gcctcaagtc 

cttgctggaa 

atgcaggtca 

atggctttct 

aaaacgcagg 

atcacggtgg 

cgcagtatca 

ctgacgcact 



tgatgtggtg 

gtggggtcat 

tgggttgagg 

gcatcatcag 

cgaagataat 

ggaaccaaat 

agcagttaaa 

ccaactcgaa 

attccacccc 

aaacggtggc 

ccgcgaacat 

ggcagcgcag 



tacgggtggg 

gaacgagwc: 

cttggaaggc 

taacctagat 

aacctcagaa 

aaaattgagg 

aacggcatca 

gaactcccca 

gcgtttccta 

ggcacgaccg 

gtggaaaacc 



ttgcggaggc 
atcacgccgg 

gggtgagaag 
^gaggtaatt 
cOTtagacat 
agat 

:t 

tcacggaac 

cgattgttcc 

cgggaacgca 

tgatgttgcc 

ttattccctt 



tttctacatc 
tgaaagttgc 
tttttcaagt 
cagtagacct 
aagacatcat 
agtggtgcat 
tccccccctc 
ctctggagaa 
[ttttatt 
ggacteaggcg 
aagcatggtt 
gtgtgaaga^ 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 



1 



gtcctgctgt gcggcattca cctcgagggc cctttcatca acgcatgccg ttgtggtgct 
caaaacccgg atttcatttt tcccggcaac ccaacagatc ttgcccgggt gatccatgcg 
ggaaaaggtt ggatcaaatc gatcacagta gcgccggaaa ctgacaatct ttctgagctt 
ctcgatctct gcgcagcgca ccacatcatt gcttccttcg ggcacactga tgcagatttt 
gataccacta ccagcgcaat tgccttggct aaagagaaaa atgtgacggt cacggctacg 
catttgttca atgcgatgcc tccgctgcat catagggctc ccggcagcgt gggcgctttg 
cttgctgcgg cacgtgccgg ggacgcatat gttgagttga tcgccgacgg cgtgcatttg 
gccgatggaa cggtcgatct agctcgttcc aacaacgcct ttttcatcac ggacgccatg 
gaagccgccg gaatgccaga cggtgagtac attttgggcg ttttgaacgt caccgtcacc 
gatggagtcg cccgtctgcg cgatggcggc gccatcgccg ggggcaccag cacactagcg 
agtcagttcg tgcaccacgt gcgcaggggt atgacgctta tcgacgcgac cctccacacc 
tcaaccgtcg ccgctaaaat tctcggtctt ggcgatcacg aaatcgctaa atccaaccct 
gcaaattttg tggtctttga ctcaaacggc caggtgcaaa aggtccattt aggtcatcaa 
gtactttaag tacgagtaaa actatcctga ttttaaagga gtcccaccat ggaaatcact 
atctgcaaag acgagcaaga agtcggcaaa gcagttgcag tcctaatcgc acccttcgcc 
aacaagggtg gaaccttggg gcttgcaaca ggatcctcac cactgagtac ctaccaagag 
ctcattcgca tgtatgaagc tggggaagtg tcattcaaga actgcaaggc attcttgttg 
gatgaatacg tgggactaac ccgtgacgat gaaaacagct actttaaaac cattcgcaaa 
gagttcactg accacatcga catcgttgat gaagaggtct acagcccaga tggtgcaaac 
cctgatccat acgaagcagc tgcagagtat gaggcaaaga tcgctgcaga atccgttgaa 
gttcaaatcc ttggcatcgg cggaaacggc acatcgcttt cattgaacca tcatcttctc 
tgtcaggact gacaaaggtc caggcgctgc accctaaaac tgtggaggac aacgctcgat 
tcttcaacac catcgaagag gtcccaaccc acgccgtcac ccagggtttg ggcactttgt 
cccgcgcgca aaacatcgtg ttggtggcaa ctggtgaagg aaaagccgac gccatccgcg 
gaactgtgga aggcccagtg actgcttctt gcccaggttc catcctgtag atgcacaaca 
tgccaccatc atcgttggat gaagcagcag tatccaagct ggaaaacgct gatcactacc 
gtctcatgga gcaattaaag ctgcgctaga aacaaaaagg aaagtactgt gtggggctat 
gcacacagaa ctttccagtt tgcgccctgc gtaccatgtg actcctccgc agggcaggct 
caatgatccc aacggaatgt acgtcgatgg agataccctc cacgtctact accagcacga 



780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 



2 



tccaggtttc cccttcgcac caaagcgcac cggctgggct cacaccacca cgccgttgac 

cggaccgcag cgattgcagt ggacgcacct gcccgacgct ctttacccgg atgcatccta 

tgacctggat ggatgctatt ccggtggagc cgtatttact gacggcacac ttaaactttt 

ctacaccggc aacctaaaaa ttgacggaaa gcgccgcgcc acccaaaacc ttgtcgaagt 

cgaggaccca actgggctga tgggcggcat tcatcgccgt tcgcctaaaa atccgcttat 

cgacggaccc gccagcggtt tcacacccca ttaccgcgat cccatgatca gccctgatgg 

tgatggttgg aacatggttc ttggggccca acgcgaaaac ctcaccggtg cagcggttct 

ataccgctcg acagatcttg aaaactggga attctccggt gaaatcacct ttgacctcag 

tgatgcacaa cctggttctg ctcctgatct cgttcccgat ggctacatgt gggaatgccc 

caaccttttt acgcttcgcg atgaagaaac tggcgaagat ctcgacgtgc tgattttctg 

tccacaagga ttggaccgaa tccacgatga ggttactcac tacgcaagct ctgaccagtg 

cggatatgtc gtcgacaagc ttgaaggaac gaccttccgc gtcttgcgag gattcagcga 

gctggatttc ggccatgaat tctacgcacc gcaggttgca gtaaacggtt ctgatgcctg 

gctcgtgggc tggatggggc tgcccgcgca ggatgatcac ccaacagttg cacaggaagg 

atgggtgcac tgcctgactg tgccccgcaa gcttcatttg cgcaaccacg cgatctacca 

agagctcctt ctcccagagg gggagtcggg ggtaatcaga tctgtattag gttctgaacc 

tgtccgagta gacatccgag gcaatatttc cctcgagtgg gatggtgtcc gtttgtctgt 

ggatcgtgat ggtgatcgtc gcgtagctga ggtaaaacct ggcgaattag tgatcgcgga 

cgataataca gccattgaga taactgcagg tgatggacag gtttcattcg cttttccggg 

ccttcaaagg tgacactatt gagagataag tcatataaaa gggtcttttg tggcgaattg 

tacaaatact tcgcaaaatc ccttgatcgg acacaaataa acaggtttaa tattgtttag 

cttttgaaca aacattcatg tctgaatatt tttgtttctt cccggttaag gagaaatt 

cat gga cca taa gga cct cgc gca acg cat cct gcg cga cat tgg egg 
His lly pro Gly Pro Arg Ala Thr Hxs Pro Ala Arg His Trp Arg 

1 5 10 

cga aga caa cat tgt cgc cgc cgc aca ctg tgc aac gcg ttt acg cct 
A?g Arg Gin His Cys Arg Arg Arg Thr Leu Cys Asn Ala Phe Thr Pro 
20 25 

cat get caa aga cac caa gga tgt gga teg cca aag tct gga tga tga 
Ifs La Gin Arg His Gin Gly Cys Gly Ser Pro Lys Ser Gly 
35 40 45 



2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3778 

3826 

3874 

3922 
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III III s '^l i - - s 

50 

S K Jf. S IS i" IS S S3 

ir„ ti: zi s s SI - s I?: s - s f Si 

80 

r^rf-h naa cca tqc tqt qaa ggt att ggc gga 

^2 S S; C?s OI» 01. lie OXy 01. 

95 

sr. s r.^ s s sr. ^» ?s ?^ si sj s s 



110 



, f-r,!- at-1- aat tqc qca gga tct gtt egg tec gca ate 
S!J S^ o" 15 Ss ll. S„ val S« «a lie 



125 "0 



s 1?^ i!v ?ri r,: s sr„ si Se K ?s 



140 



r,: 15 m "I ir. f.; si ?ii s % si - 

155 160 

r^r^r. t-t-1- caa tqq caa tga gtt cct ggg egc egg cat 
SI SI StI SlI pI. si .1» V.1 P.O =ly Ar, His 



no 



Si S!v s ss J"" - S - - 



185 190 



s^ rii s III SI IS SI IS 1^1 III r.i si '.11 

200 

^rrrI f t a cca QQQ cac cgt get tec tgt get ggt 
!!• Si SI SII Sri SI SS His .Is cy. .1. oly 

220 225 

„c tt, .ct ..c jat cet s» -a 

Gly Leu Leu Asp Ser Gly Asn Asp Aj^y o 
235 240 

^^1- rac ccc aqt gtt gac tct get get 

IS k!I S: is III SI 15 Itl pro sir ?.l .sp ser .la .la 

250 255 
eae egg ett eet tae gtt eat tge tat tgg tee age aat geg etg ggt 



3970 



4018 



4066 



4114 



4162 



4210 



4258 



4306 



4354 



4402 



4450 



4498 



4546 



4594 



4642 



4 



His Arg Leu Pro Tyr Val His Cys Tyr Trp Ser Ser Asn Ala Leu Gly 



265 



270 



If, I- III ITr S III III - B " '^^ 

280 285 

III III m s III III - i - S ".^ 

300 J u o 

S se^ S III tl 111 III III ^l i 

310 

a.c ctt cat Chc .c. >c= tec «3 3CC „t .tc JC. 

Pro Gly Trp He Leu His Xaa Ala Tnr Aia set 

330 J-i-> 

S 1!^ s 3S ^^^u s III ^ ii: '^i s IS SI 

345 

SI 15 III llr III - IS tl III III i 

360 

cnn ate ttc qqt qtg aac ctt cgc ctg cgc tgg ccg ttc 

'.II III S III ^11 'ly ''^ "3 "f ""^ "° 

375 "0 ' 

f.^ S III III ill J- -V Sfv K ^e? Ill I" 

390 

111 III 17. Ill ti ^2 % III s s ir. IS 



405 



s f.^ s r.: IS s? ti q - if. 



425 430 



fA S -r. Ill III III III III 'II - i - - 

440 445 

- s :5 is sS III IS r/c IS s s in r.: 

455 

ti III III IS ?s s s: IS IS IS IS IS III III IS 111 

70 475 4ou 

III li III m ill m III III IS III ill IS IS IS m 



4690 



4738 



4786 



4834 



4882 



4930 



4978 



5026 



5074 



5122 



5170 



5218 



5266 



5314 



5 



485 

qca ctg age age gtc age gat gee atg ttt gee age gga aag ctt ggc 
Ala Leu llr Ser ?al Ser Asp Ala Met Phe Ala Ser Gly Lys Leu Gly 
505 510 515 

tea ggt gtt geg ate gtc ccc acc aag ggg cag ctg gtt tea cca gtg 
sir lly ?al lla He Val Pro Thr Lys Gly Gin Leu Val Ser Pro Val 
520 525 530 

=.o^ aaa atc qtq gtg gcc ttc cca tet ggt cac get ttc gea gtc 

sir G?y Lys ^^e vll Jaf Ila Phe Pro Ser Gly His Ala Phe Ala Val 

540 545 



535 



cgc act aag get gag gat ggt tee aat gtg gat ate ttg atg cac att 
Arg Thr Lys Ala Glu Asp Gly Ser Asn Val Asp He Leu Met His lie 
550 555 560 

qqt ttc gac ace gta aac etc aac ggc aeg cac ttt aac ccg ctg aag 
iTy Phe ASP Thr ?al Asn Leu Asn Gly Thr His Phe Asn Pro Leu Lys 
565 570 575 

aaq cag ggc gat gaa gtc aaa gea ggg gag etg ctg tgt gaa tte gat 
lyl Sin G!y ASP Glu Val Lys Ala Gly Glu Leu Leu Cys Glu Phe Asp 



585 



aat qce att aag get gea ggt tat gag gta acc acg ccg att gtt 
fie 1% III Tie LyI Ila La Gly Tyr Glu Val Thr Thr Pro He Val 



600 



605 



qtt teg aat tac aag aaa acc gga cct gta aac act tac ggt ttg ggc 
III ser Asn Tyr Lys Lys Thr Gly Pro Val Asn Thr Tyr Gly Leu Gly 
615 620 625 

gaa att gaa gcg gga gcc aac ctg etc aac gtc gea aag aaa gaa gcg 
Glu He Glu Ala Gly Ala Asn Leu Leu Asn Val Ala Lys Lys Glu Ala 
630 635 640 

gtg cca gea aca cca taagttgaaa ccttgagtgt tcgcacacag gttagactag 

Val Pro Ala Thr Pro 

645 

gggacgtgac tctacgcatc tttgacaccg gtacccgtac gcttcgagat tttaaacctg 
ttcaaccagg tcatgcctcg gtgtaectgt gtggtgccac cccgcaatct tcaccccaca 
ttggacatgt tcgttcagca gtagcgtttg atattttgcg ccgctgaa 

<210> 2 
<211> 42 
<212> PRT 

<213> Brevibacterium lactof ermentum 
<400> 2 

Gly Pro Arg Ala Thr His Pro Ala Arg His Trp Arg Arg Arg Gin His 



5362 

5410 

5458 

5506 

5554 

5602 

5650 

5698 

5746 

5801 

5861 
5921 
5969 



6 



10 15 



Cys Arg Arg Arg Thr Leu Cys Asn Ala Phe Thr Pro Arg Ala Gin Arg 
^ 20 25 30 



His Gin Gly Cys Gly Ser Pro Lys Ser Gly 
35 40 



<210> 3 

<211> 7 

<212> PRT 

<213> Brevibacterium lactof ermentum 

<400> 3 

Ser Arg Ser Glu Arg His Leu 
1 5 



<210> 4 

<211> 22 

<212> PRT 

<213> Brevibacterium lactof ermentum 

<400> 4 

Asn Trp Arg His Val Pro Asp His Arg Arg Ala Arg Arg Cys Gly Ser 
1 5 10 



Cys Phe Gin Arg Thr Arg 
20 



<210> 5 

<211> 18 

<212> PRT 

<213> Brevibacterium lactof ermentum 

<400> 5 

Arg Asn Leu Gin Arg His Arg Cys Val His Arg Ala Ala Gin Arg Cys 
1 5 10 



Cys Gly 



<210> 6 

<211> 58 

<212> PRT 

<213> Brevibacterium lactof ermentum 



7 



<400> 6 

Gin Arg Gin Leu Val Gin Pro Cys Cys Glu Gly He Gly Gly His Phe 
15 10 15 

Arg Pro Ala Asp Ser Asn Leu Gly Trp Trp Arg Ser Ala His Gly Tyr 
20 25 30 

Gin Gin Cys Val Gly Cys Ala Gly Ser Val Arg Ser Ala He Thr Gly 
35 40 45 



Gly Asp Val Pro Ser Asp Gin Arg Cys Cys 
50 55 



<210> 7 

<211> 28 

<212> PRT 

<213> Brevibacterium lactof ermentum 

<400> 7 

Asp Asp Gin Pro Asp Gly He Cys Ala Val Arg Val Leu Ala Ser Val 
. R 10 15 



Gly Trp Phe His Arg Asn Gin Ala Phe Arg Trp Gin 
20 25 



<210> 8 
<211> 16 
<212> PRT 

<213> Brevibacterium lactof ermentum 
<400> 8 

Val Pro Gly Arg Arg His Trp Tyr Gly Asp Gly Val Pro Asn Pro Gly 
5 10 15 



<210> 9 
<211> 86 

<212> PRT 

<213> Brevibacterium lactof ermentum 
<400> 9 

Arg Leu Arg Arg Gly Arg His His Asp Arg Gly Arg Asn Ala Asn Val 
15 10 15 



Val Pro Val Trp Phe Gly Cys Cys Ser Ser Trp Leu Pro Gly His Arg 
20 25 30 



8 



Ala ser Cys Ala Gly Gly Leu Leu Asp Ser Gly Asn Asp Arg Glu Val 
35 40 45 

Pro Ala cm Ala Thr His Gly His Cys Arg Leu Pro Asp His Pro Ser 
50 55 60 



val Asp ser Ala Ala His Arg Leu Pro Tyr Val His Cys Tyr Trp Ser 
65 



70 75 80 



Ser Asn Ala Leu Gly Gly 
85 



<210> 10 

<211> 10 

<212> PRT 

<213> Brevibacterium lactof ermentum 

<400> 10 

Leu Ala Gly Thr Arg Ser Ala Gly Thr Leu 
1 5 10 



<210> 11 

<211> 29 

<212> PRT 

<213> Brevibacterium lactof ermentum 

<400> 11 



Phe Arg Trp Ser Ser Arg Arg Ser Ala Phe Arg Ser Gly Leu Leu Thr 
1 5 10 

Asn Arg Tyr His Trp Ser Ala Pro Val Leu Pro Ala Asn 
20 25 



<210> 12 

<211> 330 

<212> PRT 

<213> Brevibacterium lactof ermentum 
<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> The 'Xaa' at location 12 stands for His, Pro, or Leu. 

<400> 12 

Ala Gly Ala Val Gin Pro Gly Trp He Leu His Xaa Ala Thr Ala Ser 



9 



10 



15 



Met Ala Asn He Ala Gin Gly Ala Ala Cys Leu Ala Val Phe Phe Leu 
20 25 30 

Ala Lys Ser Glu Lys Leu Lys Gly Leu Ala Gly Ala Ser Gly Val Ser 
35 40 45 

Ala val Leu Gly He Thr Glu Pro Ala He Phe Gly val Asn Leu Arg 
50 55 60 

Arg Trp Pro Phe Tyr He Gly He Gly Thr Ala Ala He Gly Gly 



Leu 
65 



70 75 



Ala Leu He Ala Leu Phe Asp He Lys Ala val Ala Leu Gly Ala Ala 
85 90 95 

Gly Phe Leu Gly Val Val Ser He Asp Ala Pro Asp Met Val Met Phe 
100 105 110 

Leu val cys Ala Val Val Thr Phe Val He Ala Phe Gly Ala Ala He 



115 



120 125 



Ala Tyr Gly Leu Tyr Leu Val Arg Arg Asn Gly Ser He Asp Pro Asp 
130 135 140 

Ala Thr Ala Ala Pro Val Pro Ala Gly Thr Thr Lys Ala Glu Ala Glu 
145 150 155 160 

Ala Pro Ala Glu Phe Ser Asn Asp Ser Thr He He Gin Ala Pro Leu 
165 170 175 

Thr Gly Glu Ala He Ala Leu Ser Ser Val Ser Asp Ala Met Phe Ala 
180 185 190 

ser Gly Lys Leu Gly Ser Gly Val Ala He Val Pro Thr Lys Gly Gin 
195 200 205 

val ser Pro val Ser Gly Lys He Val Val Ala Phe Pro Ser Gly 



Leu 

210 



215 220 



is Ala Phe Ala Val Arg Thr Lys Ala Glu Asp Gly Ser Asn Val Asp 



H 
225 



230 235 240 



10 



lie Leu Met His He Gly Phe Asp Thr Val Asn Leu Asn Gly Thr Hxs 

250 ^=>=^ 



245 



Leu 

275 



Phe Asn pro Leu Lys Lys Gin Gly Asp Glu Val Lys Ala Gly Glu Leu 
260 265 

Cys Glu Phe ASP He Asp Ala He Lys Ala Ala Gly Tyr Glu Val 

280 

Thr Thr Pro He Val Val Ser Asn Tyr Lys Lys Thr Gly Pro Val Asn 
290 295 300 

Thr Tyr Gly Leu Gly Glu He Glu Ala Gly Ala Asn Leu Leu Asn Val 



305 



310 315 



Ala Lys Lys Glu Ala Val Pro Ala Thr Pro 
325 330 



<210> 13 

<211> 44 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 13 44 
gtacatattg tcgttagaac gcgtaatacg actcactata ggga 

<210> 14 

<211> 47 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 14 47 
gtacatattg tcgttagaac gcgtaatacg actcactata gggagag 

<210> 15 

<211> 46 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 



11 



<400> 15 

gtacatattg tcgttagaac gcgtaatacg actcactata gggaga 



<210> 16 

<211> 51 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

gtacitattg tcgttagaac gcgtaatacg actcactata gggagactgc 



<210> 17 

<211> 47 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 



<400> 17 

gtacatattg tcgttagaac gcgtaatacg actcactata gggagag 



<210> 18 

<211> 47 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 



<400> 18 

gtacatattg tcgttagaac gcgtaatacg actcactata gggagat 



<210> 19 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 19 

cgtcttgcga ggattcagcg agctg 



<210> 20 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



12 



<220> 

<223> SYNTHETIC DNA 

<400> 20 25 
agctggattt cggccatgaa ttcta 

<210> 21 

<211> 23 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 21 23 
gatctgttcg gtccgcaatc act 

<210> 22 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 22 25 
cactggtgga gatgttccct cagat 

<210> 23 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 23 25 
catcttcgca accgcatcca tggcc 

<210> 24 

<211> 24 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 24 24 
cgcgcagggt gcagcatgtt tggc 

<210> 25 



13 



<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 25 25 
gggccttgca ggtgcttcag gtgtc 

<210> 26 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> SYNTHETIC DNA 

<400> 26 25 
ccgctgttct tggtattaca gagcc 

<210> 27 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 27 25 
gcagcgtcag cgatgccatg tttgc 

<210> 28 

<211> 25 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 

<220> 

<223> SYNTHETIC DNA 

<400> 28 25 
gcttggctca ggtgttgcga tcgtc 

<210> 29 

<211> 36 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 29 3g 
gtacatattg tcgttagaac gcggtaatac gactca 



14 



• 



<210> 30 

<211> 35 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC DNA 



<400> 30 35 
cgttagaacg cgtaatacga ctcactatag ggaga 



<210> 31 

<211> 24 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 31 24 
cgctactgct gaacgaacat gtcc 



15 



